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Séquence 1

CTTGTCCTTGACCCACCTGCCTGTTAAGAAAAGGGTGTTGTGTTTTGCAACAGCAGTAAAATGGGTCAAGGTTTAGTCAG
TTGGAAGTTGTGTCAAAACTCACTATGGTTGGTTGAGGGCTCGAAGTCTCCCAGCATTCATTAACAACTATCTGTTCAAT
GATTATCTCCCTGGGGCGTGTTGCAGTGAGTTGGCCCAAAGCATAACTGACCCTGGCCGTGATCCAGAGACCTGCCCCCT
GACGTCAGTGGCGAGCCTCCCTGGGTGCAGCTGAGGGGCAGGGCTATTCTTTTCCACAGTATTTARAGCTGGGAGGTTCT
GCCACCAAGCACGGCCTTCCCACTGGGAACACAAACTTGCTGGCGGGAAGAGCCCGGAAAGAAACCTGTGGATCTCCCTT
CGAGATCATCCAAAGAGAAGAAAGGTAAGTAGAGCTTTGCATTTACATTTTGAAAAATTACAAAGATGAACTCATTTTTT
TCCTGAGAGCAATAACTATTTGGCAATGCACAGCCCTGGCAAAAGGCCGTCGAATGTGTTTGAAGGTGTCTGTTGTTGTT
TTTGTTCAGGACGCTTGCGTTTTCTATTTCAGGTGACCTCACATTCGTGCCCCTTAGCAGCACTCTGCAGAAATGCCTCC
M P P
TCAGCTGCAAAACGGCCTGAACCTCTCGGCCAAAGTTGTCCAGGGAAGCCTGGACAGCCTACCCCAGGCAGTGAGGGAGT
Q L Q N G L N L S A KV YV Q G S L DS L P Q A V R E
TTCTCGAGAATAACGCTGAGCTGTGTCAGCCTGATCACATCCACATCTGTGACGGCTCTGAGGAGGAGAATGGGCGGCTT
F L, E N NAEL COQPDHTIHTIOCDGSEETENDNUGT R L
CTGGGCCAGATGGAGGAAGAGGGCATCCTCAGGCGGCTGAAGAAGTATGACAACTGGTAAGCTCGGCCCCCGCTGCCTAT
L oM E EE G I L R RL K K Y DN C
CCCAGCACCCTGCAGGCAGGGCTCCCCTGCGTCTCCTGEGGAGTTGGTGGAGARAAGGTGAATGAAGGCCTTCGGGTAGTTT
CAGACTCTTGAGAAGATGAATGCAATGGTCAGAACCATACAGACTTGAATTTTGTGACATTAGTGGGCCAGCCCAAGCTT
TAAATGAGGTGTGTGCACAAAAGCTCTGCCAACTAGATTCCTGATTAAARAAAAAGGCAGCCCCTCTCCTACAGACCAGGT
CCTAGTGGAGTAAATGTCCACCTGGCCATGTCTTAGATGGTCTGTGTGTTCACACTGATGGACTGTTGTTAGCGTGCTCA
GCACTCTGCTAGGCATGGAAAGCCACGGTACTGAAGGAGATGGTTCGCTGCCCETGETGCTTGGCTGAAAGGAAGCCTGT
GATTTTTGCAGCTGGTTGGCTCTCACTGACCCCAGGGATGTGGCCAGGATCGAAAGCAAGACGGTTATCGTCACCCAAGA
W L A L T D P R D V A R I E S K T V I V T Q E
GCAAAGAGACACAGTGCCCATCCCCAAAACAGGCCTCAGCCAGCTCGGTCGCTGGATGTCAGAGGAGGATTTTGAGAAAG
Q R D TV PTI P KT GL S Q L G R WM S EE ET DT F E K
CGTTCAATGCCAGGTTCCCAGGGTGCATGAAAGGTGAGCGGAACATTGATTTGATTGGGTAARACAGCAGAGAGCCTTTT
A F N A R F P G C M K
CTTATTTACATCTATCCTAATGGTAATTCAAACAATAATGGAAGCTCCCACCACCTCAGATGTCTTTCAGTTCCATACAT
GAAGTTGGCAATGTATTGAAAATGCACATCCCTCTTCTGCTTTTACAGACTGTCTTATACAAACGTGAAAACTAGTTCCA
TGCATATGGGTTTTAAATAGCTTGGTGGGACCCAATTGCACATTTATGAAAACTCTTTAATTTCAGCAGGCTGTTCACTT
TCCAGTGGCCTCTTCTAACCCAGGGGGCTGGTGACCAGCAGGGTGTGGTGGTGTTAGTGGAACACCGTGAARATGGGETCT
ACCTGGGAAAAAAATGCTGGTCGTGTTCGAAGTCCAAGGTCATTTCTCACCAGTGCCCACCCATCGCACCCTGTAGGTCG
G R
CACCATGTACGTCATCCCATTCAGCATGGGGCCGCTGGGCTCGCCTCTGTCAAAGATCGGCATCGAGCTGACGGATTCAC
T Mm ¥ vIiI P F S M G P L G S P L 8 K I GG I EL T D s
CCTACGTGGTGGCCAGCATGCGGATCATGACGCGGATGGGCACGCCCGTCCTGGAAGCAGTGCGGCGATGGGGAGTTTGTC
P Y VvV ASMUPRTIMT T RMGT?TU®PV L EAV G D G E F V
AAATGCCTCCATTCTGTGGGGTGCCCTCTGCCTTTACAAAGTAAGTGTATTATTTCAGAATCAAAAGTCAAAATAAAAAR
K ¢ L H s Vv G ¢ P L P L Q
GAAAGCTGAACGCAAACCCCAGTGAGTGCCTCGGGGACCCCCAAGCAGGGCCCTGGCGCACTGACTTGGGAGGGGTCCTT
GTTCACAGAGCCTTTGGTCAACAACTGGCCCTGCAACCCGGAGCTGACGCTCATCGCCCACCTGCCTGACCGCAGAGAGA
K P L VN N W P CNUPUETUILTULTIAHTUL P DR RRE
TCATCTCCTTTGGCAGTGGGTACGGCGGGAACTCGCTGCTCGGGAAGAAGTGCTTTGCTCTCAGGATGGCCAGCCGGCTG
I I S ¥ G S G Y 6 G N S L L G K K CFAUILI RMM-AZSI R L
GCCAAGGAGGAAGGGTGGCTGGCAGAGCACATGCTGGTGAGCCTGCAGGAAGCCCTGATGTGCAGATGAGAGGCCTGGEG
A K E E G W L A E H M L
GGTGGCAGAAACAAACAGCATTACAGTTCCCACCCGTCAGCACACCTCTCTGAGCGTGCAGGTTCCCGGACAGATCGGGA
AACCCCACCAGTAATGATTAGTTTACACATATACATCGCTTTTGAAGGCCCCCAAACACCAGGGGACCATAGAGATCCTT
TGGACTTCATGATTCTGGGAGTGTTTGTTTGCACTGATACCTGAAGAAATAGATCTTGAGGGCCTACATTCCAACCTCTG
GGCTGAAGTACCAACCTCGGGGAGAAGGAAACAAAGATCACAATAARAGAATCTTGTCCCCAACAGATTCTGGGTATAACC
I L 66 I T
AACCCTGAGGGTGAGAAGAAGTACCTGGCGGCCGCATTTCCCAGCGCCTGCGGGAAGACCAACCTGGCCATGATGAACCC
N P E G E K K YL AAAUF P S A CG K TDNILAMMNDNUP
CAGCCTCCCCGGGTGGAAGGTTGAGTGCGTCGGGGATGACATTGCCTGGATGAAGTTTGACGCACAAGGTGACTCTTTTA
s L P GW K V ECV GD DI A WMI K F D A Q
GACCCAACTCTTGGTAACGATTGGACTCAAGCGAATCGTTGGCCTTCGAAACATGTCACATTCTCCTCAGTCCAGTGTTT
GGATTTTTAAACTCTGTTAGTCCAGAGTTGGCCAAGCCTTAGAAATATGGATCCTGTAAGAATTCTTCAACTTAATATTC
AATCTGGATTGAAACTGGGCCATATGTTGCTGTTTGTTTACATACATACATTTGTTTARAATGGTATTGGTGGAAAATTGT
GGAGGAAGCAAGAGTCGTAAACGTATCAAAGTTGCATATGATGCTTGGATGAAAAGAGATAAATGCATATTCTAGGGAGG
GAAAAAAGATTTGAGAAGTTGGCATAGAAATTAGTCCGGCAATATATAAGAGTATATGTTCTGCTTTGCCTGGCACTCAC
TACTGCTTCTCTGGTTTAAAACTCTCCAGGTCATTTAAGGGCCATCAACCCAGAAAATGGCTTTTTCGGTGTCGCTCCTG
G H L. R A I NP ENGUVF F G V A P
GGACTTCAGTGAAGACCAACCCCAATGCCATCAAGACCATCCAGAAGAACACAATCTTTACCAATGTGGCCGAGACCAGC
G T S v K T N P N A I K TI Q K N T I F TNV A E T 8
GACGGGGGCGTTTACTGGGAAGGCATTGATGAGCCGCTAGCTTCAGGTGTCACCATCACGTCCTGGAAGAATAAGGAGTG
b 6 6 VY WE G I DEPULAS GV T I T S W KN K E W
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